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RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientiflc and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 

Source: ^^^p f^^^H 

Date Processed by STIC : ^/^jlOOl 

THE ATTACHED PiyNTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212, 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gOv or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gOv or phone 703-306-41 19 (R. Wax) 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKj:R 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.**ATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS : 
http://www.uspto.gov/web/ofYices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibiHty that the disk/CD-Rom may have been affected by treatment given to all incoming mail 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rjom. 

Any reply incljding a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the followmg to the mdicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePA VE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7* Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 



RcvisedOl 29 2002 



Raw Sequence Listlne Error Summary 



SERIAL NUMBER: 0 7'/^ ^^^^ SI Cf 



ERROR DETECTED 

ATTN: NEW RULES CASES; 

I Wrapped Nuclcici 

Wrapped Aminoi 



SUGGESTED CORRECTION 



PLEASE DISREGARD ENGLISH -ALPIU" HEADERS, WIIIOI ^RE INSERTED^BY PTO SOFTWARE 

The numbcrAext at lh« end of each line "Vrappcd" down lo Ihc next line. Thii may occur if your file 
wai retrieved in a word proccuor after aeating it Please adjust your right margin !o .3; thii will 
prevent *Vrapping.*' 



Invalid Line Length The rules require lhat a line not eiceed 72 charadcn in length. This includes white spaces. 



Misaligned Amino 
Numbering 

Non- ASCII 



Variable Length 



/ 



6 \j Patcntln 2 0 
"bug" 



^Skipped Sequences 
{OLD RULES) 



_Skipped Sequences 
(NEW RULES) 



Use of n*i Of Xaa't 

(NEW RULES) 



10 Invalid <213> 
Rcspooje 



Use of <270> 



12 



_Patenan 2.0 
*'bug" 



The numbering under each 5* amino add is misaJigned. Do not use tab codes between numbers; ' 
use space character!, instead. 

The submitted file was not saved in ASCn(DOS) text, as required by the Sequence Rules. Please 
rruurc your subsequent submission U aaved In ASCII texL ^ 

Scqucncc(s) conUin n's oc Xaa'i representing more than one residue. Per Sequence Rtdes, 

each n or Xaa can orJy represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug** in Patemin version 2.0 has caused the <220>-<223> section lo be missing from amino acid 

scquenccs(s) . Normally, Palcntln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant c220>-<223> section lo 
the subsequent amino acid sequence, Thb applies lo the mandatory <220>-<223> sections for 
ArliricUI or tAloi^Wn sequences. 



Sequencers) 



missing. If intentional, please insert the following lines for each skipped sequence: 



(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shov^-n) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRlPnON:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is inl en lionally slapped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the sVJppcd sequences. 



Sequencers) 



missing. If Intentional, please insert the following lines for f ach skipped sequence. 



<2 10> sequence id number 
<400> sequence id number 

000 

Use of n*t and/or Xaa'a have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present 

In <220> lo <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence R^lcl^ the only valid <213> responses arc: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <713> rcspomc is UnknowTi or 
Artificial Sequence 



Sequencers) 



missing the <r220> ^'Feature" and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <213> *X>ganism" response is "Artificial Sc^qucncc" or 
"Unkjyjwn." Please explain source of genetic material in <220> lo <223> section. 
(See "Federal Register," 06A)I/199«,VoL 63. No. 104, pp. 29631-32) (Sec 1.823 of Sequence Rules) 

Please do noi use Xopy to Disk" function of Patentin version 2.0. This causes a corrupted file, 
rtsuhing in missing majvlatory numeric idcntifien and responses (as indicated on raw sequence 
listing). Ixistcad, please use "File Manager" or any other manual means lo copy file to floppy disk. 




RAW SEQUENCE LISTING 

PATENT APPLICATKjN: US/09/932 , 451C 



DATE: 03/06/2003 
TIME: 10:20:1] 



Input Set: : A:\SEQLIST.txt 

Output .Set: N:\CRF4\03062003\l932451C.raw 



:llCr-^ APPIuCANT: OZAWA, K-i i ya 
SHI>:PC', Mc.;:uihisa 
- I'.Eu;\, J 1 C'}"; : 
MAEjA, Yos h:.kazu 
S f: I M/ ^ [ ' A , ? ■ a ; : u y u k i 

:120-- T]TI,F: OE ll'JVEMTION: AIJEKO-ASSOCTATED V I RUS -MED I ATED DELIVERY OF ANGIOGENIC 



I 'J 

l;? 
-> 14 
-> 15 

1 '/ 



<140> 
<141> 

1:. 1 

loC 

1 7i 

1 i; 

2 I :i 
2 1 



2 7 



EAO: (JPY- 

FIDE F.EEEFI{:NCE: 08iO:)-002 e. 

current application number: us/09/932 , 451c 
current filing date: 2001-08-17 

ft_:i::e a-?d:(::ation ndm&ee.: 60/226,056 

FT.D/E EILINi:; DATE: 0 0 0 - C' 8 - 1 7 
KEMEEF. OE 2EQ ID N(2;;; : 2 
SC'i-^TWAF.E : P.i.tent In 2'er . 2.0 
EF'j TF UQ: 1 
LENGTH : 5 7<:. 
TYi-TO IjNA 

I J F; G A K I 2 M : r t i f i c i ^i I S e q u e n c e 



1 1 



OoosNo Gonipiy 
;orr9r*'- f'^'- '-'ette Needec 



20 ■ 




I i_./-L. J r. j:, . 

OTEER IIJEORFIATION: Des 






Er 2.TEEE : 






N2JIE/KEY: CDS 


24 • 


2 /' 2 : 


LCCATIC'N : ( 1 ) . . ( 27 6 


3 6 ■ 


4 ilO:^ 


SEQl'ENCE : : 




(2 (2RI-4 Ouihold \'sriw;34>i( .htm 
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RAW SEQUENCE LISTING 

i a::-::: ai : : :ca: :c:;: us/09/932 , 451c 



: A:\SEQLIST.txt 
; : N:\CRF4\030 62003\l932451C.raw 



b2 
h3 



'hr :^lu Giu Ser Asn IJo Thr Met Gin lie Mc-^t. Arg lie Lys 



DO 



1 D5 



1]0 



i 3gc caq cao atd gga gag a:, g age tte eta eag ca:: aac aaa tgt 
)0 Gin Gly Gin His lie Gly Glu Met Ser Phe Leu Gin His Asn Lys Gys 



5a a 



115 
3ga 



120 



125 



e Gys Arcj 

1 J 



;i aag aaa gat aga gsa aga eaa gaa a 5::. scs t(;t ^.^qg 
-J Lys Lys Asp Arg Ala Arg Gl.n fllu Asn Pro Cys CLl y 

1 4 0 



1 3 5 



:^.:t t tea g-^ 5 le^g aga aag sat ttg ttt gta «::aa g,; 



eg eag ac 



1 1 j 



Gi J Arg Arg Lys His Leu Pne Val Gin Asp Pre Gin I'hr 



1 50 

g t t :: : t (^e aaa aa' 



155 160 
2 :;a qse teg cc^t; '.qe aac qcQ aqq eaq 



-u (G. 



:io 
:ii 

512 



: : t -a a 1 : 
e Leu As:: 
1-^ : 
GEt) ID :L): 
LELL^TH: 191 
t^yPE: PRG 



Cys Lys Asn Tnr Asp Ser Arg (::ys Ly;= Ala Arg Gin 



171 



a a egt aet t 



Glu Ara LL 



tgc: a 5a t^cy:. qac aag 
iys 7^rg Cys Asp Lys 
1 -3 D 



r/5 

ee;: agg cqq tga 
Pre A.rg Arg 
190 



c'^ -y^S^-xC'RCANISH: (Artificial Sequent: 

W--> 9l/<220> FEATURE: " 

W--> 9l(<223> OTHER INFORMATION: 
W--> 91 <A60> 2 

■;t ILG: Af:n Plie Leu Leu Ser Lrp Val His "Vrp Ser Leu Ala Leu Leu Leu 



38 4 



4 32 



4 80 



f 



. t 



Tyr Leu Hi.:: H....; Ala Lys Lrp Ger Gin Al 



Ala l^re Met 



L a Giu Gly 

2 0 2 5 30 

?r Gly Gly Gen Asn His His Glu Val Val Ly^.; PLe Met Asp Val Lyr Gin 
9'^ 3" 4 0 4 5 

KG Arg Ser- Tyr Cys His Pro He Glu Thr L,ceu Val Asp lie Phe Gin Glu 
1(^2 5C 5 5 60 

1('4 Tyr Pro Asp G.lu lie Glu Tyr lie Phe Lys Pro Ser Cys Val Pro Leu 




nic: ( 0 ( -Rl 4 Oulhoki \ srlw;.04> ] ( .htni 






Page 3 of 5 



RAW SEQUENCE LISTING ERROR SUMMARY 

i a: h;N I A: PM rjv: I c )[^ : US/09/932 , 451C 




Oi- y\i\ :A.t 



A: \SEQLIST. txt 

N: \CRF4\03062003\l932451C.raw 



Use of <220> Feature (NEW RULES) : 

Sequence (s) are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213> ORGANISM is "Artificial Sequence" 
or"Unknovm". Please explain source of genetic material in <220> to <223> 
section (See "Federal Register," 6/01/98, Vol. 63, No. 104 ,pp . 29631-32) 
(Sec. 1.823 of new Rules) 



Seq 



hlc: ( : CRl ^ OuthoKl WrI w ;:45 1 ( .hlni 
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VERIFICATION SUMMARY : A : : \'/Mt;/. 

rATKi:': AirilCATlON: US/09/932 , 451C IIM^:: iu:.; 

:A t : A:\SEQLIST.txt 
Out t :A t : N:\CRF4\03062003\l932451C.raw 

A:1J M:2'/0 C: Currer:t App i i d t: .i on Nun;ber ciilfors, Repiacoa App 2 i c:.::^ i cn i^Jurriber 
L:15 M:271 C: Current FiJiny Date differs, Replaced Current Filing E'ate 

L:91 M:2b6 W: Mandatory Feature missing, <220> Tag not found for SEt'#:2, <213> 
ORGANISM: Art if icial sequence 

L:91 M:258 W: Mandatory Feature missing, <223> Tag not found for SEm#:2, <213> 
OF.GANiSM: Arti f icial Sequence 

L:91 M:258 W: Mandatory Feature missing, <:223> Blank for SEg# : 2 , Line# : 91 



flic: (2 CKl^ ()uth()ki \\il^^>24> 1 ( iluni 



